
BMS2288.ST25.txt 
SEQUENCE LISTING 



Edwards, D. Scott 
Barrett, John A. 



Carpenter, Jr., Alan P. 
Harris, Thomas D. 
Heminway, Stuart D. 
Liu, Shuang 
Prahlad, Singh R. 

<120> PHARMACEUTICALS FOR THE IMAGING OF ANGIOGENIC DISORDERS 

<130> BMS-2288 

<140> US 10/622,246 
<141> 2003-07-18 

<150> US 10/342,081 
<151> 2003-01-14 

<150> US 09/599,295 
<151> 2000-06-21 

<150> US 09/281,474 
<151> 1999-03-30 

<150> US 60/080,150 
<151> 1998-03-31 

<150> US 60/112,715 
<151> 1998-12-18 

<160> 169 

<170> Patentln version 3.2 

<210> 1 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthethic Construct 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> (N- [2- [ [ [5-carbonyl j -2-pyridinyl ] hydrazono] methyl ] -benezenesulf on 
ic acid] -3-aminopropyl) 

<220> 

<221> MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 1 

Arg Gly Asp Tyr Val 
1 5 



<210> 2 
<211> 5 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MISC_FEATURE 
<222> (4) . . (4) 

<223> (N- [2- [ [ [5-carbonyl] -2-pyridinyl ] hydra zono ] methyl ] -benzenesulf oni 
c 

acid-18-amino-14-aza-4 , 7 , 10-oxy-15-oxo-octadecoyl ) -3-aminoprophy) 

<220> 

<221> MIS C_FE AT URE 
<222> (4) . . (4) 
<223> D amino acid 

<400> 2 

Arg Gly Asp Tyr Val 
1 " 5 



<210> 3 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATU RE 

<222> (1) . . (1) 

<223> [2- [5- [carbonyl] -2-pyridinyl] hydrazono] methyl ] -benzenesulf onic 
acid] 

<220> 

<221> MIS C_FE AT URE 

<222> (2) . . (2) 

<223> {3-aminopropyl ) 

<220> 

< 2 2 1 > M I S C_FE AT U RE 

<222> (2) . . (2) 

<223> D amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (7) . . (7) 

<223> (3-aminopropyl) 

<220> 

<221> MIS C_FE AT URE 

<222> (7) . . (7) 

<223> D amino acid 
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<400> 3 

Glu Tyr Val Arg Gly Asp Tyr Val Arg Gly Asp 
15 10 



<210> 4 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<22 1> MISC_FEATURE 

<222> (5) . . (5) 

<223> { [2- [ [ [5-carbonyl] -2-pyridinyl ] hydrazono] methyl ] -benezenesulf onic 
acid) 

<400> 4 

Arg Gly Asp Tyr Lys 
1 5 



<210> 5 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS COFEATURE 

<222> (5) . . (5) 

<223> (N- [2- [ [ [5-carbonyl] -2-pyridinyl ] hydrazono] methyl ] -benezenesulf on 
ic acid) 

<220> 

<221> MIS C_FEATURE 

<222> (5) . . (5) 

<223> ( [2- [ [ [5-carbonyl] -2-pyridinyl] hydrazono] methyl] -benezenesulf onic 
acid) 

<400> 5 
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Arg Gly Asp Phe Lys 
1 ~ 5 



BMS2288.ST25.txt 



<210> 6 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> ( [2- [ [ [ 5-carbonyl ] -2-pyridinyl ] hydrazono] methyl ] -benezenesulf onic 
acid) 

<220> 

<221> MI SC_FEATURE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> D amino acid 

<220> 

< 2 2 1 > M I SC_FEATURE 

<222> (7) . . (11) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT U RE 

<222> (11) . . (11) 

<223> D amino acid 

<400> 6 

Glu Lys Arg Gly Asp Phe Lys Arg Gly Asp Phe 
15 10 



<210> 7 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (1) 

<223> [2- [ [ [5- [carbonyl] -2-pyridinyl] hydrazono] methyl ] -benzenesulfonic 
acid] 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (7) 

<223> cyclic amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (7) . . (7) 

<223> D amino acid 
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<220> 

<221> MIS COFEATURE 

<222> (8) . . (12) 

<223> cyclic amino acid 

<220> 

<221> MIS COFEATURE 

<222> (12) . . (12) 

<223> D amino acid 

<400> 7 

Phe Glu Lys Arg Gly Asp Phe Lys Arg Gly Asp Phe 
1 5 10 



<210> 8 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT URE 

<222> (4) . . (4) 

<223> Xaa = naphthyl alanine 
<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (5) . . (5) 

<223> ( [2- [ [ [5- [carbonyl] -2-pyridinyl ] hydrazono] methyl] -benezenesulf oni 
c acid] ) 

<400> 8 

Arg Gly Asp Xaa Lys 
1 " 5 



<210> 9 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> [2- [ [ [5- [carbonyl] -2-pyridinyl] -hydrazono ] methyl ] -benzenesultonic 
acid] 

<220> 

<221> MI SC_FEATURE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (6) . . (6) 
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<223> Xaa = naphthyl alanine 

<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> D amino acid 

<220> 

<221> MISC_FEATURE 

<222> (7) . . (11) 

<223> cyclic amino acid 

<220> 

<22 1 > MI SC_FEATURE 

<222> (11) . . (11) 

<223> Xaa = naphthyl alanine 

<220> 

<221> MIS C_ FEATURE 

<222> (11) . . (11) 

<223> D amino acid 

<400> 9 

Glu Lys Arg Gly Asp Xaa Lys Arg Gly Asp Xaa 
1 " 5 10 



<210> 10 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > M I SC_FE ATURE 

<222> (4) . . (4) 

<223> [2- [ [ [5- [carbonyl] -2-pyridinyl ] hydrazono] methyl ] -benzenesulf onic 
acid] 

<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> D amino acid 

<400> 10 

Arg Gly Asp Lys Val 

1 ' 5 



<210> 11 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC FEATURE 
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<222> (1) . . (1) 

<223> [2- [ [ [5- [carbonyl] -2-pyridinyl ] hydrazono] methyl ] -benzenesulf onic 
acid] 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FEATURE 

<222> (3) . . (3) 

<223> D amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (7) . . (11) 

<223> cyclic amino acid 

<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> D amino acid 

<400> 11 

Glu Lys Val Arg Gly Asp Lys Val Arg Gly Asp 
1 5 ~ 10 



<210> 12 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (4) 

<223> D amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> (N- [2- [ [ [5- [carbonyl] -2-pyridinyl] hydrazono ] methyl ] -benzenesulf on 
ic acid] -3-aminopropyl ) 

<400> 12 

Arg Val Tyr Asp Gly 

1 " 5 



<210> 13 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
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<220> 

<221> MI SC_ FEATURE 
<222> (1) . . (1) 

<223> [2- [ [ [5- [carbonyl] -2-pyridinyl ] hydrazono] methyl ] -benzenesulf onic 
acid] 

<220> 

<221> MIS C_ FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (3) 

<223> D amino acid 

<400> 13 

Lys Phe Asp Gly Arg 
1 5 



<210> 14 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

< 2 2 1 > M I S C_FE ATURE 
<222> (1) . . (1) 

<223> [2 - [ [ [5- [carbonyl] -2-pyridinyl ] hydrazono] methyl ] -benzenesulf onic 
acid] 

<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (4 ) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (7) . . (11) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > MIS C__FE ATURE 
<222> (7) . . (9) 
<223> D amino acid 

<400> 14 

Glu Lys Phe Asp Gly Arg Lys Phe Asp Gly Arg 
1 5 10 



<210> 15 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
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<220> 

<2 2 1> MI SC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<2 2 1> MI SC_FEATURE 

<222> (1) . . (3) 

<223> D amino acid 

<220> 

< 2 2 1 > MI SC_FE ATURE 

<222> (2) . . (2) 

<223> [2- [ [ [ 5- [carbonyl] -2-pyridinyl ] hydrazono] methyl ] -benzenesulf onic 
acid] 

<400> 15 

Phe Lys Asp Gly Arg 

1 5 



<210> 16 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT U RE 

<222> (1) . . (1) 

<223> a-N-methyl 

<220> 

<221> MIS C_FE AT U RE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > MIS C_FE AT URE 

<222> (4) . . (4) 

<223> Xaa - 2-aminothiazole-5-acetic acid or 2-aminothiazole-5-acetyl 
group 

<220> 

<221> MISC_ FE AT URE 

<222> (5) . . (5) 

<223> ( [2- [ [ [ 5- [carbonyl] -2-pyridinyl ] hydrazono] methyl ] -benzenesulf onic 
acid] ) 

<220> 

<221> MIS C_FE ATURE 

<222> (5) . . (5) 

<223> D amino acid 

<400> 16 

Arg Gly Asp Xaa Lys 
1 5 



<210> 17 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_ FEATURE 

<222> (1) . . (1) 

<223> Xaa = citrulline 

<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> ( [2- [ [ [5- [carbonyl] -2-pyridinyl ] hydrazono] methyl ] -benzenesulf onic 
acid] ) 

<400> 17 

Xaa Gly Asp Phe Lys 

1 " 5 



<210> 
<211> 
<212> 
<213> 



18 
11 
PRT 

Artificial 



Sequence 



<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (1) 

<223> 2- (1, 4, 7, 10-tetraaza-4 , 7 , 10-tris (carboxymethyl ) -1-cyclododecyl ) ac 
etyl 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FEATURE 

<222> (6) . . (6) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (7) . . (11) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (11) . . (ID 

<223> D amino acid 

<400> 18 



Glu Lys Arg Gly Asp Phe Lys Arg Gly Asp Phe 
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1 



5 



BMS2288.ST25. 
10 



<210> 19 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE AT U RE 

<222> (5) . . (5) 

<223> (DTPA) 

<400> 19 

Arg Gly Asp Phe Lys 

1 ~ 5 



<210> 20 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MI SC_FE ATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> 2 (DTPA) 

<400> 20 

Arg Gly Asp Phe Lys 

1 " 5 



<210> 21 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
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<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> • MI SC_ FEATURE 

<222> (4) . . (4) 

<223> (N-DTPA-3-aminopropyl) 

<220> 

<2 2 1> MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 21 

Arg Gly Asp Tyr Val 
1 " 5 



<210> 22 

<211> 5 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (1) 

<223> (d-N-2-Imadazolinyl) 

<220> 

< 2 2 1 > MIS C_FEATURE 
<222> (1) . . (1) 

<223> Xaa = ornithine 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (4) . . (4) 

<223> (N- [2- [ [ [5- [carbonyl] -2-pyridinyl ] hydrazono] methyl ] -benzenesulf on 
ic acid] -3-aminoprophyl) 

<220> 

<221> MI SC_FE ATURE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 22 

Xaa Gly Asp Tyr Val 
1 5 



<210> 23 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 
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<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS COFEATURE 

<222> (4) . . (5) 

<223> (N- [2- t [ [5- [carbonyl] -2-pyridinyl ] hydrazono] methyl ] -benzenesulf on 
ic acid] -3-aminoprophyl) 

<220> 

<221> MIS C_FE AT URE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 23 

Lys Gly Asp Tyr Val 
1 5 



<210> 24 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> (2-aminoethyl) 

<220> 

<221> MIS COFEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<2 2 1 > MIS C_FE AT U RE 

<222> (4) . . (4) 

<223> (N- [2- [ [ [5- [carbonyl] -2-pyridinyl] hydrazono] methyl ] -benzenesulf on 
ic acid] -3-aminopropyl) 

<400> 24 

Cys Gly Asp Tyr Val 

1 5 



<210> 25 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
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<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> Homo 

<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<223> (N- [2- [ [ [5- [carbonyl] -2-pyridinyl ] hydrazono] methyl ] -benzenesulfon 
ic acid] -3-aminopropyl ) 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 25 

Lys Gly Asp Tyr Val 
1 5 



<210> 26 

<211> 5 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 

<2 21> MIS C_ FE AT URE 

<222> (1) . . (1) 

<223> (d-N-Benzylcarbamoyl) 

<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > M I S C_FE ATURE 
<222> (1) . . (1) 

<223> Xaa = ornithine 

<220> 

< 2 2 1 > M I S C_ FE AT URE 
<222> (4) . . (4) 
<223> D amino acid 

<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (4) . . (4) 

<223> (N- [2- [ [ [5- [carbonyl] -2-pyridinyl] hydra zono] methyl ] -benzenesulfon 
ic acid] -3-aminopropyl) 

<400> 26 

Xaa Gly Asp Tyr Val 
1 5 



<210> 27 
<211> 5 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (1) 

<223> (b- (2-benzimidazolylacetyl) 
<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> Xaa = 2, 3-diaminopropionic acid 
<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (4) . . (4) 

<223> (N- [2- [ [ [5- [carbonyl] -2-pyridinyl ] hydrazono] methyl ] -benzene sulf on 
ic acid] -3-aminopropyl) 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 27 

Xaa Gly Asp Tyr Val 
1 ~ 5 



<210> 28 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> (d-N-2-Imidazolinyl) 

<220> 

<22 1 > MIS C_FE AT U RE 

<222> (1) . . (1) 

<223> Xaa = ornithine 

<220> 

<221> MIS C_ FEAT URE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MISC FEATURE 



Page 15 



BMS2288.ST25.txt 

<222> (5) . . (5) 

<223> (N- [2- [ [ [5- [carbonyl] -2-pyridinyl ] hydrazono] methyl ] -benzensulf oni 
c acid] ) 

<400> 28 

Xaa Gly Asp Phe Lys 

1 ' 5 



<210> 29 

<211> 5 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_ FEATURE 

<222> (1) . . (1) 

<223> (d-N-Benzylcarbamoyl) 

<220> 

<221> MIS C_ FEATURE 

<222> (1) . . (1) 

<223> Xaa = ornithine 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<223> (N- [2- [ [ [5-carbonyl] -2-pyridinyl ] hydrazono] methyl ] -benzenesulf oni 
c acid] ) 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 29 

Xaa Gly Asp Phe Lys 
1 5 



<210> 30 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI SC_ FEAT URE 

<222> (2) . . (4) 

<223> D amino acid 
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<220> 

<221> MISC_FEATURE 
<222> (3) . . (3) 

<223> (N- [2- [ [ [5- [carbonyl] -2-pyridinyl ] hydrazono ] methyl ] -benzenesulfon 
ic acid] -3-aminopropyl ) 

<400> 30 

Lys Val Tyr Asp Gly 
1 ~ 5 



<210> 31 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> (d-N-Benzylcarbamoyl) 

<220> 

<221> MI SC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = ornithine 

<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (3) . . (3) 

<223> (N-[2-[ [ [5- [carbonyl] -2-pyridinyl] hydrazono] methyl] -benzenesulfon 
ic acid] -3-aminopropyl) 

<400> 31 

Xaa Val Tyr Asp Gly 

1 5 



<210> 32 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FEATURE 

<222> (1) . . (1) 

<22 3> (d-N-2-Imidazolinyl) 

<220> 

<221> MIS COFEATURE 

<222> (1) . . (1) 
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<223> Xaa = ornithine 
<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_ FEAT URE 

<222> (2) . . (4) 

<223> D amino acid 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (3) . . (3) 

<223> (N- [2- [ [ [5- [carbonyl] -2-yridinyl] hydrazonojmethyl] -benzenesulf oni 
c acid] -3-aminopropyl) 

<400> 32 

Xaa Val Tyr Asp Gly 
1 5 



<210> 33 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> 99mTc (tricine) (TPPTS) 

<220> 

<221> MISC_ FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<2 2 1> MI SC_FEATURE 

<222> (4) . . (4) 

<223> (N- [ [5- [carbonyl] -2-pyridinyl] diazenido] -3-aminopropyl ) 

<220> 

<221> MIS C_ FEAT URE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 33 

Arg Gly Asp Tyr Val 
1 5 



<210> 34 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 
<221> 



MISC FEATURE 
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<222> (1) . . (1) 

<223> 99mTc (tricine) (TPPMS) 
<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (3) . . (3) 

<22 3> (N- [ [ 5- [ carbonyl ] -2-pyridinyl ] diazenido] -3-aminopropyl ) 

<400> 34 

Arg Val Tyr Asp Gly 
1 " 5 



<210> 35 

<211> 5 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> 99mTc (tricine) (TPPDS) 
<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (2) . . (4) 

<223> D amino acid 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> (N- [ [5- [carbonyl] -2-pyridinyl] diazenido] -3-aminopropyl ) 

<400> 35 

Arg Val Tyr Asp Gly 
1 " 5 



<210> 36 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC FEATURE 
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(1) . . (1) 

99mTc (tricine) 



(TPPTS) 
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<220> 

<2 2 1 > MI SC_ FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_ FEATURE 

<222> (2) . . (4) 

<223> D amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> (N- [ [5-carbonyl] -2-pyridinyl ] diazenido] -3-aminopropyl) 

<400> 36 

Arg Val Tyr Asp Gly 

1 ~ 5 



<210> 37 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

< 2 2 1 > M I S C_FE ATU RE 

<222> (1) . . (1) 

<223> 99mTc (tricine) (TPPTS) 
<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<2 2 1> MI SC_FEATURE 

<222> (5) . . (5) 

<223> (N- [ [5- [carbonyl] -2-pyridinyl ] diazenido] ) 

<400> 37 

Arg Gly Asp Phe Lys 

1 5 



<210> 38 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_ FEATURE 
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<222> (1) . . (1) 

<223> 99mTc (tricine) (TPPTS) 
<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> (N- [ [5- [carbonyl] -2-pyridinyl J diazenido] ) 

<400> 38 

Arg Gly Asp Tyr Lys 
1 ' 5 



<210> 39 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> 99mTc (tricine) (TPPTS) 

<220> 

<221> MI SC_FE ATURE 

<222> (1) . . (1) 

<223> ( [2- [ [ [5- [carbonyl] -2-pyridinyl] hydrazono] methyl ] -benzenesulf onic 
acid] 

<220> 

<221> MIS C_FE ATURE 

<222> (3) . . (7) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (7) . . (7) ' 

<223> D amino acid 

<220> 

<221> MIS C__FE ATURE 

<222> (8) . . (12) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (12) . . (12) 

<223> D amino acid 

<400> 39 

Phe Glu Lys Arg Gly Asp Phe Lys Arg Gly Asp Phe 
1 5 10 
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<210> 40 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (1) 

<223> 99mTc (tricine) (TPPTS) 
<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > M I S C_FE ATURE 

<222> (4) . . (4) 

<223> Xaa = naphthyl alanine 
<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> ( [2- [ [ [5- [carbonyl] -2-pyridinyl ] hydrazono] methyl 3 -benzenesulf onic 
acid] ) 

<400> 40 

Arg Gly Asp Xaa Lys 
1 5 



<210> 41 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FEATURE 

<222> (1) . . (1) 

<223> 99mTc (tricine) (TPPTS) 
<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> ( [2- [ [ [5- [carbonyl] -2-pyridinyl] hydrazono] methyl ] -benzenesulf onic 
acid] 

<220> 

<2 2 1 > MIS C_FE AT U RE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MIS C_FE AT U RE 

<222> (6) . . (6) 

<223> Xaa = naphthyl alanine 
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<220> 

<221> MIS C_FE ATURE 

<222> (6) . . (6) 

<223> D amino acid 

<220> 

<221> MIS C_ FEATURE 

<222> (7) . . (11) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (11) . . (11) 

<223> Xaa = naphthyl alanine 

<220> 

<221> MIS C_FE AT URE 

<222> (11) . . (11) 

<223> D amino acid 

<400> 41 

Glu Lys Arg Gly Asp Xaa Lys Arg Gly Asp Xaa 
15 10 



<210> 42 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_ FEAT URE 

<222> (1) . . (1) 

<223> 99mTc (tricine) (TPPTS) 
<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > M I S C_FE AT URE 

<222> (4) . . (4) 

<223> (N- [ [5- [carbonyl] -2-pyridinyl ] diazenido] -18-amino-14-aza-4 , 7, lO-o 
xy-15-oxo-octadecoyl ) -3-aminopropyl ) 

<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 42 

Arg Gly Asp Tyr Val 
1 5 



<210> 43 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
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<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> 99mTc (tricine) (TPPTS) 
<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> (N— [ [5- [carbonyl] -2-pyridinyl] diazenido] 
<220> 

<221> MIS C_FE AT U RE 

<222> (2) . . (6) 

<223> O cyclic amino acid 

<220> 

<221> MIS C__FE ATURE 

<222> (6) . . (6) 

<223> D amino acid 

<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (7) . . (11) 

<223> O cyclic amino acid 

<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<223> D amino acid 

<400> 43 

Glu Lys Arg Gly Asp Phe Lys Arg Gly Asp Phe 
1 ~ 5 10 



<210> 44 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (1) . . (1) 

<223> 99mTc (tricine) (TPPTS) 
<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (1) 

<223> N- [ [5- [carbonyl] -2-pyridinyl] diazenido] 
<220> 

<221> MI SC_FEATURE 

<222> (2) . . (2) 

<223> (3-aminopropyl) 

<220> 

<221> MI SC_FEATURE 

<222> (2) . . (2) 

<223> D amino acid 

<220> 

<221> MI SC_FE ATURE 

<222> (2) . . (6) 
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<223> O cyclic amino acid 
<220> 

<2 2 1 > MI SC_FEATURE 

<222> (7) . . (7) 

<223> (3-aminopropyl) 

<220> 

<221> MIS C_FE ATURE 

<222> (7) . . (7) 

<223> D amino acid 

<220> 

<2 2 1> MI SC_FEATURE 

<222> (7) . . (11) 

<223> O cyclic amino acid 

<400> 44 

Glu Tyr Val Arg Gly Asp Tyr Val Arg Gly Asp 
15 10 



<210> 45 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_ FEATURE 

<222> (1) . . (1) 

<223> 99mTc (tricine) (TPPTS) 

<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_ FEATURE 

<222> (4) . . (4) 

<223> (N- [ [5- [carbonyl] -2-pyridinyl ] diazenido] ) 

<220> 

<221> MIS C_FEATURE 

<222> (5) . . (5) 

<223> D amino acid 

<400> 45 

Arg Gly Asp Lys Val 
1 5 



<210> 46 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_FEATURE 
<222> (1) . . (1) 
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<223> 99mTc (tricine) (TPPTS) 
<220> 

< 2 2 1 > MIS C_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (3) 

<223> D amino acid 

<220> 

<221> MI SC_FEATURE 
<222> (2) . . (2) 

<223> ( [2- [ [ [5- [carbonyl] -2-pyridinyl ] hydrazono] methyl ] -benzenesulf onic 
acid] ) 

<400> 46 

Lys Phe Asp Gly Arg 
1 5 



<210> 47 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthethic Construct 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(1) • • (1) 

99mTc (tricine) (TPPTS) 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(1) • - (1) 

[2- [ [ [5-carbonyl]- 
acid] 



MI SC_FEATURE 
(2) . . (4) 
D amino acid 



•2-pyridinyl] hydrazono] methyl ] -benzenesulf onic 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



MISC_FEATURE 
(2) . . (6) 

cyclic amino acid 



MISC_FEATURE 
(7) . . (11) 

cyclic amino acid 



MIS C_FE ATURE 
(7) . . (9) 
D amino acid 



<400> 47 



Glu Lys Phe Asp Gly Arg Lys Phe Asp Gly Arg 
15 10 
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<210> 48 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS COFEATURE 

<222> (1) . . (1) 

<223> 99mTc (tricine) (TPPTS) 
<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (3) 

<223> D amino acid 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATU RE 

<222> (2) . . (2) 

<223> [2- [ [ [5- [carbony] -2-pyridinyl ] hydrazono] methyl ] -benzenesulf onic 
acid] 

<400> 48 

Phe Lys Asp Gly Arg 
1 5 



<210> 49 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> 99mTc (tricine) (TPPTS) 
<220> 

<221> MIS C_ FEAT URE 

<222> (1) . . (1) 

<223> a-N-methyl 

<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS COFEATURE 

<222> (4) . . (4) 

<223> Xaa = 2-aminothiazole-5-acetic acid or 2-aminothiazole-5-acetyl 
group 

<220> 

<221> MISC_ FEAT URE 

<222> (5) . . (5) 

<223> (N- [ [5- [carbonyl] -2-pyridinyl] diazenido] ) 
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<220> 

<221> MIS COFEATURE 

<222> (5) . . (5) 

<223> D amino acid 

<400> 49 

Arg Gly Asp Xaa Lys 
1 ' 5 



<210> 50 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

< 2 2 1 > M I SC_FE ATURE 

<222> (1) . . (1) 

<223> Xaa = citrulline 

<220> 

<221> MI SC_FE ATURE 

<222> (1) . . (1) 

<223> 99mTc (tricine) (TPPTS) 
<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<22 1> MISC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FEATURE 

<222> (5) . . (5) 

<223> ( [2- [ [ [5-carbonyl] -2-pyridinyl ] hydrazono] methyl ] -benzenesulf onic 
acid] ) 

<400> 50 

Xaa Gly Asp Phe Lys 

1 5 



<210> 51 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT U RE 

<222> (1) . . (1) 

<223> 99mTC (tricine) ( 1 , 2 , 4-triazole ) 
<220> 

<221> MIS C FEATURE 

<222> (1) . . (5) 
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<223> cyclic amino acid 



<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> (N- [ [5- [carbonyl] -2-pyridinyl ] diazenido] -3-aminopropyl ) 
<220> 

<221> MIS COFEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 51 

Arg Gly Asp Tyr Val 
1 5 



<210> 52 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> (DOTA-lllIn) 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (6) . . (6) 

<223> D amino acid 

<220> 

<221> MIS COFEATURE 

<222> (7) . . (11) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (11) . . (11) 

<223> D amino acid 

<400> 52 

Glu Lys Arg Gly Asp Phe Lys Arg Gly Asp Phe 
15 10 



<210> 53 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 
<222> (1) . . (5) 
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<223> cyclic amino acid 
<220> 

<2 2 1 > MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE AT U RE 

<222> (5) . . (5) 

<223> (DTPA-lllIn) 

<400> 53 

Arg Gly Asp Phe Lys 
1 5 



<210> 54 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<22 1 > MI SC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> 2 (DTPA-lllIn) 

<400> 54 

Arg Gly Asp Phe Lys 
1 5 



<210> 55 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > MI SC_FE ATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (5) . . (5) 



Page 30 



BMS2288.ST25.txt 

<223> (DTPA-153Sm) 
<400> 55 

Arg Gly Asp Phe Lys 
1 5 



<210> 56 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_ FEAT URE 

<222> (5) . . (5) 

<223> 2 (DTPA-153Sm) 

<400> 56 

Arg Gly Asp Phe Lys 
1 5 



<210> 57 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

< 2 2 1 > M I S C_ FE AT U RE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (4) . . (4) 

<223> (N-DTPA(153Sm) -3-aminopropyl ) 
<220> 

<221> MIS C_FE AT U RE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 57 

Arg Gly Asp Tyr Val 
1 ~ 5 



<210> 58 
<211> 5 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<2 21> MISC_FEATURE 

<222> (5) . . (5) 

<223> ( DT PA- 17 7 Lu ) 

<400> 58 

Arg Gly Asp Phe Lys 
1 5 



<210> 59 

<211> 11 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> (DOTA-17 7LU) 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (7) . . (11) 

<223> cyclic amino acid 

<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<223> D amino acid 

<400> 59 

Glu Lys Arg Gly Asp Phe Lys Arg Gly Asp Phe 
15 10 



<210> 60 
<211> 5 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATU RE 

<222> (5) . . (5) 

<223> 2 ( DT PA- 177 Lu ) 

<400> 60 

Arg Gly Asp Phe Lys 
1 5 



<210> 61 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

< 2 2 1 > MI S C_ FEAT U RE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATU RE 

<222> (4) . . (4) 

<223> (N-DTPA(177Lu) -3-aminopropyl 
<220> 

<2 2 1 > MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 61 

Arg Gly Asp Tyr Val 
1 5 



<210> 62 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT U RE 
<222> (1) . . (1) 



Page 33 



BMS2288.ST25.txt 

<223> (DOTA-90Y) 



<220> 

<221> MIS C_FE AT URE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI S COFEATURE 

<222> (6) . . (6) 

<223> D amino acid 

<220> 

<221> MISC_FEATURE 

<222> (7) . . (11) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (11) . . (11) 

<223> D amino acid 

<400> 62 

Glu Lys Arg Gly Asp Phe Lys Arg Gly Asp Phe 
15 10 



<210> 63 

<211> 5 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_ FEAT URE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > M I SC_FEATURE 

<222> (4) . . (4) 

<223> (N-DTPA (Gd ( III ) -3-aminopropyl ) 

<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 63 

Arg Gly Asp Tyr Val 

1 5 



<210> 64 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT U RE 
<222> (1) . . (1) 
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1- (I, 2-Dipalmitoyl-sn-glycero-3-phosphoethanolamino) -12 



<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

< 2 2 1 > M I S COFEATURE 

<222> (5) . . (5) 

<223> dodecane-1, 12-dione 

<400> 64 

Arg Gly Asp Phe Lys 
1 ' 5 



<210> 65 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

< 2 2 1 > M I S C_ FE AT URE 

<222> (1) . . (1) 

<223> 1- ( (1, 2-Dipalmitoyl-sn-glycero-3-phosphoethanolamino) -12- (omega-am 
ino-PEG3400-alpha-carbonyl) 

<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (5) . . (5) 

<223> dodecane-1, 12-dione 

<400> 65 

Arg Gly Asp Phe Lys 
1 5 



<210> 66 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATU RE 
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<222> (1) . . (1) 

<223> 1- (1, 2-Dipalmitoyl-sn-glycero-3-phosphoethanolamino) -12- {omega-am 
ino-PEG3400-alpha-carbonyl) 

<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (5) . . (5) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (6) . . (6) 

<223> 2) -Dodecane-1, 12-dione 



<400> 


66 


Glu Arg Gly Asp Phe Lys 


1 


5 


<210> 


67 


<211> 


16 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Construct 


<400> 


67 



Met Trp Tyr Arg Pro Asp Leu Asp Glu Arg Lys Gin Gin Lys Arg Glu 
15 10 15 



<210> 


68 


<211> 


18 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Construct 


<400> 


68 



Ala Gin Leu Ala Gly Glu Cys Arg Glu Asn Val Cys Met Gly lie Glu 
15 10 15 



Gly Arg 



<210> 


69 


<211> 


8 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Construct 


<400> 


69 



Ala Pro Ser Gly His Tyr Lys Gly 
1 5 



Page 3 6 



BMS2288.ST25.txt 



<2 1 0> 


7 0 


<211> 


8 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Construct 


<400> 


70 



Lys Arg Thr Gly Gin Tyr Lys Leu 
1 5 



<210> 71 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<400> 71 

Arg Gly Asp Arg Gly Asp 

1 " 5 



<210> 72 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI S C_ FEAT U RE 

<222> (1) . . (6) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FEATURE 

<222> (6) . . (6) 

<223> D amino acid 

<400> 72 

Arg Gly Asp Arg Gly Asp 

1 " 5 



<210> 


73 


<211> 


6 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Construct 


<400> 


73 
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<210> 74 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS COFEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (5) . . (5) 

<223> Xaa = methoxy-trimethylbenzenesulf onyl 

<400> 74 

Ala Arg Gly Asp Xaa 
1 5 



<210> 75 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (11) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 
<222> (7) . . (7) 

<223> Xaa = beta-turn dipeptide 
<400> 75 

Arg Gly Asp Val Gly Ser Xaa Ser Gly Val Ala 
15 10 



<210> 


76 


<211> 


9 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Construct 


<400> 


76 



Cys Asp Cys Arg Gly Asp Cys Phe Cys 
1 5 



<210> 77 
<211> 5 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<400> 77 

Cys Asn Gly Asp Cys 
1 5 



<210> 78 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> M I S C_ FE AT U RE 

<222> (1) . . (1) 

<223> tosyl 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > M I S C_ FE AT U RE 

<222> (3) . . (3) 

<223> O-benzyl 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (4) . . (4) 

<223> (N-Cbz-3-aminopropyl) 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 78 

Arg Gly Asp Tyr Val 
1 5 



<210> 79 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MI SC_FEATURE 
<222> (1) . . (1) 
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<223> Xaa = t-butyloxycarbonyl 
<220> 

<221> MIS C_FE AT U RE 

<222> (2) . . (2) 

<223> O-benzyl 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> (N-Cbz-aminopropyl) 

<220> 

<221> MIS C_FE AT U RE 

<222> (3) . . (3) 

<223> D amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (5) . . (5) 

<223> tosyl 

<400> 79 

Xaa Asp Tyr Val Arg Gly 
1 5 



<210> 80 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (4) . . (4) 

<223> ( 3-aminopropyl) 

<220> 

<221> MIS C_ FEAT URE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 80 

Arg Gly Asp Tyr Val 
1 " 5 



<210> 81 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 
<222> (1) . . (5) 
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<223> 
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<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> (3-aminopropyl) 

<400> 81 

Arg Gly Asp Tyr Val 
1 5 



<210> 82 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MISC_ FEAT URE 

<222> (4) . . (4) 

<223> (3- { 3- {N- (3- (2- (2- (3- (amino) propoxy) ethoxy) ethoxy) propyl ) carbamoy 
1 ) -propanamido) propyl ) 

<400> 82 

Arg Gly Asp Tyr Val 
1 5 



<210> 83 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MI SC_FEATURE 
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<222> (4) . . (4) 

<223> ( (N- [2- [ [ [5-carbonyl] -2 -pyridinyl ] hydrazono] methyl ] -benzenesulf on 
ic 

acid] -18-amino-14-aza-4 , 7, 10-oxy-15-oxo-octadecoyl ) -3-aminopropyl 
) 

<400> 83 

Arg Gly Asp Tyr Val 
1 " 5 



<210> 84 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 
<220> 

<221> MIS C_FE AT URE 

<222> (3) . . (3) 

<223> D amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (3) . . (3) 

<223> (3-aminopropyl) 

<220> 

< 2 2 1 > M I SC_FE ATURE 

<222> (3) . . (7) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (8) . . (12) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (8) . . (8) 

<223> D amino acid 

<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (8) . . (8) 

<223> ( 3-aminopropyl ) 

<400> 84 

Xaa Glu Tyr Val Arg Gly Asp Tyr Val Arg Gly Asp 
1 5 10 



<210> 85 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
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<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS COFEATURE 

<222> (1) . . (1) 

<223> D amino acid 

<220> 

<221> MIS C_ FE AT URE 

<222> (1) . . (1) 

<223> (3-aminopropyl) 

<400> 85 

Tyr Val Arg Gly Asp 

1 5 



<210> 86 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MI SC_FEATURE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> D amino acid 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> (3-aminopropyl) 

<220> 

<221> MISC_FEATURE 

<222> (7) . . (11) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATU RE 

<222> (7) . . (7) 

<223> D amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (7) . . (7) 

<223> (3-aminopropyl) 

<400> 86 

Glu Tyr Val Arg Gly Asp Tyr Val Arg Gly Asp 
15 10 



<210> 87 
<211> 12 
<212> PRT 
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<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (7) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MIS C_FEATURE 

<222> (3) . . (3) 

<223> D amino acid 

<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (3) . . (3) 

<223> (3-aminopropyl) 

<220> 

<221> MIS C_FE ATURE 

<222> (8) . . (12) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (8) . . (8) 

<223> D amino acid 

<220> 

<221> MI SC_FE ATURE 

<222> (8) . . (8) 

<223> (3-aminopropyl) 

<400> 87 

Xaa Glu Tyr Val Arg Gly Asp Tyr Val Arg Gly Asp 
15 10 



<210> 88 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (2) . . (2) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (2) 

<223> (3-aminopropyl) 

<220> 

<221> MISC_JFEATURE 

<222> (2) . . (6) 

<223> cyclic amino acid 
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<220> 

<221> MISC_FEATURE 
<222> (7) . . (7) 
<223> D amino acid 

<220> 

<2 2 1 > MI S C_ FE AT U RE 

<222> (7) . . (7) 

<223> (3-aminopropyl) 

<220> 

<2 2 1 > MIS C_FE AT U RE 

<222> (7) . . (11) 

<223> cyclic amino acid 

<400> 88 

Glu Tyr Val Arg Gly Asp Tyr Val Arg Gly Asp 
15 10 



<210> 89 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (1) . . (1) 
<223> tosyl 

<220> 

<221> MIS C_FE AT U RE 

<222> (3) . . (3) 

<223> O-benzyl 

<220> 

<221> MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (4) . . (4) 

<223> Benzyl 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (5) . . (5) 
<223> Carbobenzyloxy 

<400> 89 

Arg Gly Asp Tyr Lys 
1 " 5 



<210> 90 
<211> 6 
<212> PRT 
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<213> Artificial Sequence 



<220> 

<223> Synthetic Construct 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 
<220> 

<221> MI SC_FEATURE 

<222> (2) . . (2) 

<223> O-benzyl 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> D amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> Benzyl 

<220> 

<221> MI SC_FEATURE 

<222> (4) . . (4) 

<223> Carbobenzyloxy 

<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (5) . . (5) 

<223> tosyl 

<400> 90 

Xaa Asp Tyr Lys Arg Gly 
1 5 



<210> 91 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 91 

Arg Gly Asp Tyr Lys 
1 5 



<210> 92 
<211> 5 
<212> PRT 
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<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (1) 

<223> tosyl 

<220> 

<221> MIS C_FE ATURE 

<222> (3) . . (3) 

<223> O-benzyl 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (5) . . (5) 

<223> Carbobenzyloxy 

<400> 92 

Arg Gly Asp Phe Lys 
1 ~ 5 



<210> 93 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS COFEATURE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 
<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (2) 

<223> O-benzyl 

<220> 

<221> MIS C_FE ATURE 

<222> (3) . . (3) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<223> Carbobenzyloxy 

<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> tosyl 
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<400> 93 

Xaa Asp Phe Lys Arg Gly 
1 5 



<210> 94 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 94 

Arg Gly Asp Phe Lys 
1 5 



<210> 95 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FEATURE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 
<220> 

<221> MIS C_FE ATURE 

<222> (3) . . (7) 

<22'3> cyclic amino acid 



<220> 

< 2 2 1 > M I S C_FE ATURE 

<222> (7) . . (7) 

<223> D amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (8) . . (12) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (12) . . (12) 

<223> D amino acid 

<400> 95 

Xaa Glu Lys Arg Gly Asp Phe Lys Arg Gly Asp Phe 

1 J 5 ' " 10 
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<210> 96 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT U RE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (5) . . (5) 

<223> D amino acid 

<400> 96 J 

Lys Arg Gly Asp Phe 

1 * 5 



<210> 97 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (6) . . (6) 
<223> D amino acid 

<220> 

<2 2 1 > MI SC_ FEATURE 

<222> (7) . . (11) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (11) . . (11) 
<223> D amino acid 

<400> 97 

Glu Lys Arg Gly Asp Phe Lys Arg Gly Asp Phe 
15 10 



<210> 98 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
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<220> 

<221> MIS C_FE AT URE 

<222> (3) . . (7) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (7) . . (7) 

<223> D amino acid 

<220> 

<221> MIS C_ FEAT URE 

<222> (8) . . (12) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (12) . . (12) 

<223> D amino acid 

<400> 98 

Phe Glu Lys Arg Gly Asp Phe Lys Arg Gly Asp Phe 
1 5 10' 



<210> 99 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (1) 

<22 3> methoxy-trimethylbenzenesulf onyl 

<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (3) . . (3) 

<223> t-butyl ester 

<220> 

<221> MIS C_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<223> Xaa = naphthyl alanine 

<220> 

< 2 2 1 > M I SC_FE ATURE 

<222> (5) . . (5) 

<223> t-butyloxycarbonyl 

<400> 99 



Arg Gly Asp Xaa Lys 
1 ~ 5 
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<210> 100 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FEATURE 

<222> (1) . . (1) 

<223> t-butyl ester 

<220> 

<221> MIS C_FE AT U RE 

<222> (2) . . (2) 

<223> D amino acid 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa - naphthyl alanine 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> t-butyloxycarbonyl 

<220> 

<221> MIS C_FE AT U RE 

<222> (4) . . (4) 

<223> methoxy-trimethylbenzenesulf onyl 

<400> 100 

Asp Xaa Lys Arg Gly 
1 5 



<210> 101 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > MI SC_FE ATURE 

<222> (4) . . (4) 

<223> Xaa = naphthyl alanine 

<220> 

<221> MI SC_FE ATURE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 101 



Arg Gly Asp Xaa Lys 
1 5 



Page 51 



BMS2288.ST25.txt 



<210> 102 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<22 3> Xaa = t-butyloxycarbonyl 
<220> 

<221> MIS C_ FEATURE 

<222> (3) . . (7) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MIS C_FE AT URE 

<222> (7) . . (7) 

<223> Xaa = naphthyl alanine 

<220> 

<221> MIS C_ FEAT URE 

<222> (7) . . (7) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (8) . . (12) 

<223> cyclic amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = naphthyl alanine 

<220> 

<221> MI SC_FE ATURE 

<222> (12) . . (12) 

<223> D amino acid 

<400> 102 

Xaa Glu Lys Arg Gly Asp Xaa Lys Arg Gly Asp Xaa 
15 10 



<210> 103 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (5) . . (5) 

<223> D amino acid 
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<220> 

<221> MIS C_FE AT URE 

<222> (5) . . (5) 

<223> Xaa = naphthyl alanine 

<400> 103 

Lys Arg Gly Asp Xaa 
1 5 



<210> 104 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (6) . . (6) 

<223> Xaa = naphthyl alanine 

<220> 

<221> MIS C_FE ATURE 

<222> (6) . . (6) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (7) . . (11) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (11) . . (11) 

<223> Xaa = naphthyl alanine 

<220> 

<221> MI SC_FE ATURE 

<222> (11) . . (11) 

<223> D amino acid 

<400> 104 

Glu Lys Arg Gly Asp Xaa Lys Arg Gly Asp Xaa 

1 5 10 



<210> 105 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (5) 

<223> cyclic amino acid 
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<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (1) 

<223> tosyl 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> O-benzyl 

<220> 

<221> MIS C_ FEATURE 

<222> (4) . . (4) 

<223> Carbobenzyloxy " 

<220> 

<221> MI SC_FEATURE 

<222> (5) . . (5) 

<223> D amino acid 

<400> 105 

Arg Gly Asp Lys Val 
1 5 



<210> 106 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 
<220> 

<2 2 1 > MI SC_FEATURE 

<222> (2) . . (2) 

<223> O-benzyl 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (3) . . (3) 

<223> Carbobenzyloxy 

<220> 

< 2 2 1 > MI SC_ FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE AT U RE 

<222> (5) . . (5) 

<223> tosyl 

<400> 106 

Xaa Asp Lys Val Arg Gly 

1 5 



<210> 107 
<211> 5 
<212> PRT 
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<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATURE 

<222> (1)..(5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (5) . . (5) 

<223> D amino acid 

<400> 107 

Arg Gly Asp Lys Val 

1 " 5 



<210> 108 

<211> 12 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 

<221> MI SC_FE ATURE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 
<220> 

<221> MIS C_FE ATURE 

<222> (3) . . (7) 

<223> cyclic amino acid 

<220> 

<221> MIS C_ FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (8) . . (12) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (9) . . (9) 

<223> D amino acid 

<400> 108 

Xaa Glu Lys Val Arg Gly Asp Lys Val Arg Gly Asp 
15 10 



<210> 109 

<211> 5 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 
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<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (2) 

<223> D amino acid 

<400> 109 

Lys Val Arg Gly Asp 
1 5 



<210> 110 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

< 2 2 1 > M I S C_ FE AT U RE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> D amino acid 

<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (7) . . (11) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI SC_ FEATURE 

<222> (8) . . (8) 

<223> D amino acid 

<400> 110 

Glu Lys Val Arg Gly Asp Lys Val Arg Gly Asp 
15 10 



<210> 111 

<211> 12 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 

<220> 

<221> MI SC_FE ATURE 

<222> (3) . . (7) 

<223> cyclic amino acid 
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<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (8) . . (12) 

<223> cyclic amino acid 

<220> 

<221> MIS C FEATURE 

<222> (9) . . (9) 

<223> D amino acid 

<400> 111 

Xaa Glu Lys Val Arg Gly Asp Lys Val Arg Gly Asp 
1 " 5 10 



<210> 112 

<211> 5 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (1) 

<223> tosyl 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (2) . . (4) 

<223> D amino acid 

<220> 

<2 2 1 > MI S COFEATURE 

<222> (3) . . (3) 

<223> N-Carbobenzyloxy-3-aminopropyl 

<220> 

<221> MI SC_FEATURE 

<222> (4) . . (4) 

<223> O-benzyl 

<400> 112 

Arg Val Tyr Asp Gly 
1 5 



<210> 113 

<211> 6 

<212> PRT 

<213> Artificial Sequence 

H 

<220> 

<223> Synthetic Construct 
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<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 

<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (2) 

<223> tosyl 

<220> 

<221> MIS C_FE ATURE 

<222> (3) . . (5) 

<223> D amino acid 

<220> 

<221> MIS C_FE AT U RE 

<222> (4) . . (4) 

<223> N-Carbobenzyloxy-aminopropyl 
<220> 

< 2 2 1 > M I S C_ FE AT URE 

<222> (5) . . (5) 

<223> O-benzyl 

<400> 113 

Xaa Arg Val Tyr Asp Gly 
1 J 5 



<210> 114 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MI S COFEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (2) . . (4) 

<223> D amino acid 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> 3-aminopropyl 

<400> 114 

Arg Val Tyr Asp Gly 
1 " 5 



<210> 115 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
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<220> 

<221> MI S COFEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (1) 

<223> Carbobenzyloxy 

<220> 

<221> MIS C_FE AT U RE 

<222> (1) . . (3) 

<223> D amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (3) . . (3) 

<223> O-benzyl 

<220> 

<221> MI SC_FEATURE 

<222> (5) . . (5) 

<223> tosyl 

<400> 115 

Lys Phe Asp Gly Arg 

1 5 



<210> 116 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 
<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (2) 

<223> tosyl 

<220> 

<221> MI SC_FEATURE 

<222> (3) . . (5) 

<223> D amino acid 

<220> 

<221> MI SC_FE ATURE 

<222> (3) . . (3) 

<22 3> Carbobenzyloxy 

<220> 

<221> MI SC_FEATURE 

<222> (5) . . (5) 

<223> O-benzyl 

<400> 116 



Xaa Arg Lys Phe Asp Gly 
1 5 
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<210> 117 

<211> 5 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C__FE ATURE 

<222> (1) . . (3) 

<223> D amino acid 

<400> 117 

Lys Phe Asp Gly Arg 
1 5 



<210> 118 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS COFEATURE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 

<220> 

<2 2 1> MI SC__FEATURE 

<222> (3) . . (7) 

<223> cyclic amino acid 

<220> 

<221> MI SC_FE ATURE 

<222> (3) . . (5) 

<223> D amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (8) . . (12) 

<223> cyclic amino acid 

<220> 

<221> MI SC_FE ATURE 

<222> (8) . . (10) 

<223> D amino acid 

<400> 118 

Xaa Glu Lys Phe Asp Gly Arg Lys Phe Asp Gly Arg 
15 10 



<210> 119 
<211> 11 
<212> PRT 
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<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_FEATURE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (4) 

<223> D amino acid 

<220> 

< 2 2 1 > MI SC_FE ATURE 

<222> (7) . . (12) 

<223> cyclic amino acid 

<220> 

<221> MIS COFEATURE 

<222> (8) . . (10) 

<223> D amino acid 

<400> 119 

Glu Lys Phe Asp Gly Arg Lys Phe Asp Gly Arg 
15 10 



<210> 120 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MI SC_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (3) 

<223> D amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (2) . . (2) 

<223> Carbobenzyloxy 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (3) . . (3) 

<223> O-benzyl 

<220> 

<2 2 1 > MI SC_ FEAT URE 

<222> (5) . . (5) 

<223> tosyl 

<400> 120 



Phe Lys Asp Gly Arg 
1 " 5 
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<210> 121 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 

<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (2) 

<223> tosyl 

<220> 

<221> MIS C_FE AT URE 

<222> (3) . . (5) 

<223> D amino acid 

<220> 

< 2 2 1 > M I S COFEATURE 

<222> (4) . . (4) 

<223> Carbobenzyloxy 

<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> O-benzyl 

<400> 121 

Xaa Arg Phe Lys Asp Gly 

1 5 



<210> 122 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MI SC_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (3) 

<223> D amino acid 

<400> 122 

Phe Lys Asp Gly Arg 

1 5 



<210> 123 
<211> 5 
<212> PRT 
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<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (1) 

<223> a-N-methyl arginine 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> tosyl 

<220> 

<221> MIS C_FE AT U RE 

<222> (3) . . (3) 

<223> O-benzyl 

<220> 

<221> MI SC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = 2-aminothiazole-5-acetic acid or 2-aminothiazole-t-acetyl 
group 

<220> 

<221> MIS C_FE AT U RE 

<222> (5) . . (5) 

<223> D amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (5) . . (5) 

<223> Carbobenzylxy 

<400> 123 

Arg Gly Asp Xaa Lys 
1 5 



<210> 124 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 
<220> 

<221> MIS C_FE AT URE 

<222> (2) . . (2) 

<223> O-benzyl 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 
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<223> Xaa - 2-aminothiazole-5-acetic acid or 2-aminothiazole-t-acetyl 
group 

<220> 

<221> MIS C_ FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<22 3> Carbobenzyloxy 

<220> 

<221> MIS C_FE ATURE 

<222> (5) . . (5) 

<223> a-N-methyl 

<220> 

<221> MIS COFEATURE 

<222> (5) . . (5) 

<223> tosyl 

<400> 124 

Xaa Asp Xaa Lys Arg Gly 
1 5 



<210> 125 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> a-N-methyl 

<220> 

<221> _-MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MI SC_FE ATURE 

<222> (4) . . (4) 

<223> Xaa - 2-aminothiazole-5-acetic acid or 2-aminothiazole-t-acetyl 
group 

<220> 

<221> MIS C_FE ATURE 

<222> (5) . . (5) 

<223> D amino acid 

<400> 125 

Arg Gly Asp Xaa Lys 

1 " 5 



<210> 126 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<22 1> MIS C_FE AT U RE 

<222> (1) . . (1) 

<223> Xaa = citrulline 

<220> 

<221> MIS C_FE AT ORE 

<222> (3) . . (3) 

<223> t-butyl ester 

<220> 

<221> MIS COFEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (5) . . (5) 

<223> t-butyloxycarbonyl 

<400> 126 

Xaa Gly Asp Phe Lys 
1 ~ 5 



<210> 127 

<211> 5 / 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (1) 

<223> t-butyl ester 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (2) . . (2) 

<223> D amino acid 

<220> 

<2 2 1 > MI S C_ FEAT U RE 

<222> (3) . . (3) 

<223> t-butyloxycarbonyl 

<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (4) . . (4) 

<223> Xaa = citrulline 

<400> 127 

Asp Phe Lys Xaa Gly 
1 5 
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<210> 128 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = citrulline 

<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 128 

Xaa Gly Asp Phe Lys 

1 5 



<210> 129 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (1) 

<223> 2- (1, 4, 7, 10-tetraaza-4, 7, 10-tris { t-butoxycarbonylmethyl) -1-cyclod 
odecyl ) acetyl 

<220> 

<221> MIS C_FE AT URE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (6) . . (6) 
<223> D amino acid 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (7) . . (12) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (12) . . (12) 

<223> D amino acid 

<400> 129 

Glu Lys Arg Gly Asp Phe Lys Arg Gly Asp Phe 
1 5 10 
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<210> 130 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (2) . . (6) 

<223> cyclic amino 

<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> D amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (7) . . (11) 

<223> cyclic amino 

<220> 

<221> MI SC_FEATURE 

<222> (11) . . (11) 

<223> D amino acid 

<400> 130 

Glu Lys Arg Gly Asp 

1 5 



acid 



acid 



Phe Lys Arg Gly Asp Phe 
10 



<210> 131 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 131 

Arg Gly Asp Phe Lys 

1 5 



<210> 132 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
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<220> 

<221> MIS C_ FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (4) . . (4) 

<223> 3-aminopropyl 

<400> 132 

Arg Gly Asp Tyr Val 
1 5 



<210> 133 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MIS C_FE ATURE 

<222> (1) . . (1) 

<223> Xaa = ornithine 

<220> 

<221> MIS C_ FE ATU RE 

<222> (1) . . (1) 

<223> d-N-l-Tos-2-Imadazolinyl 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> O-benzyl 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<22 3> N-Carbobenzyloxy-3-aminopropyl 

<400> 133 

Xaa Gly Asp Tyr Val 
1 5 



<210> 134 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 
<220> 

<2 2 1 > MI SC_FEATURE 

<222> (2) . . (2) 

<223> O-benzyl 

<220> 

<221> MIS C_FE ATURE 

<222> (3) . . (3) 

<223> D amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (3) . . (3) 

<223> N-Carbobenzyloxy-aminopropyl 

<220> 

<221> MIS C_FE AT URE 

<222> (5) . . (5) 

<223> Xaa = ornithine 

<220> 

<221> MIS COFEATURE 

<222> (5) . . (5) 

<223> d-N-l-Tos-2-Imadazolinyl 

<400> 134 

Xaa Asp Tyr Val Xaa Gly 
1 " 5 



<210> 135 

<211> 5 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 

<221> MIS COFEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (1) 

<223> Xaa = ornithine 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> d-N-2-Imidazolinyl 

<220> 

<221> MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 
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<220> 

<221> MIS C_FE ATURE 
<222> (4) . . (4) 
<223> 3-aminopropyl 

<400> 135 

Xaa Gly Asp Tyr Val 
1 5 



<210> 136 

<211> 5 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_ FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> Tfa 

<220> 

<221> MIS C_FE ATURE 

<222> (3) . . (3) 

<223> O-benzyl 

<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE AT U RE 

<222> (4) . . (4) 

<22 3> N-Carbobenzyloxy-3-aminopropyl 

<400> 136 

Lys Gly Asp Tyr Val 
1 5 



<210> 137 

<211> 6 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 
<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (2) 

<223> O-benzyl 
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<220> 

<2 2 1 > MIS C_FE ATURE 

<222> (3) . . (3) 

<223> D amino acid 

<220> 

<221> MI SC_FE ATURE 

<222> (3) . . (3) 

<223> N-Carbobenzyloxy-aminopropyl 
<220> 

<221> MIS COFEATURE 

<222> (5) . . (5) 

<223> Tfa 

<400> 137 

Xaa Asp Tyr Val Lys Gly 
1 5 

/ 

<210> 138 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

< 2 2 1 > MI SC_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> Tfa 

<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<22 3> 3-aminopropyl 

<400> 138 

Lys Gly Asp Tyr Val 
1 5 



<210> 139 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 
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<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> 2-N-Tfa-aminoethyl 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (3) . . (3) 

<223> O-benzyl 

<220> 

<221> MIS C_FE AT URE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (4) . . (4) 

<223> N-Carbobenzyloxy-3-aminopropyl 

<400> 139 

Cys Gly Asp Tyr Val 
1 5 



<210> 140 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_ FEAT URE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 
<220> 

<221> MIS C_FE AT URE 

<222> (2) . . (2) 

<223> O-benzyl 

<220> 

<221> MIS C_FE AT URE 

<222> (3) . . (3) 

<223> D amino acid 

<220> 

<2 2 1 > MI S C_ FEAT URE 

<222> (3) . . (3) 

<223> N-Carbobenzyloxy-aminopropyl 
<220> 

<2 2 1 > MI SC_FEATURE 

<222> (5) . . (5) 

<22 3> 2-N-Tfa-aminoethyl 

<400> 140 

Xaa Asp Tyr Val Cys Gly 
1 5 



<210> 141 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<2 2 1 > M I SC_FEATURE 

<222> (1) . . (1) 

<223> 2-N-Tfa-aminoethyl 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_ FEAT URE 

<222> (4) . . (4) 

<223> 3-aminopropyl 

<400> 141 

Cys Gly Asp Tyr Val 
1 5 



<210> 142 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Homo 

<220> 

<2 2 1 > MIS C_FE AT URE 

<222> (1) . . (1) 

<223> Tfa 

<220> 

<221> MIS C_FE AT URE 

<222> (3) . . (3) 

<223> O-benzyl 

<220> 

<221> MIS C_FE AT URE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<2 2 1 > M I SC_FEATURE 

<222> (4) . . (4) 

<223> N-Carbobenzyloxy- 3-aminopropyl 



Page 7 3 



/ BMS2288.ST25.txt 

<400> 142 

I 

Lys Gly Asp Tyr Val 
1 5 



<210> 143 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_ FEATURE 

<222> (1) . . (1) 

<22 3> Xaa = t-butyloxycarbonyl 

<220> 

<221> MIS C_FE AT U RE 

<222> (2) . . (2) 

<223> O-benzyl 

<220> 

< 2 2 1 > MIS C_FE AT U RE 

<222> (3) . . (3) 

<223> D amino acid 

<220> 

<221> MIS COFEATURE 

<222> (3) . . (3) 

<223> N-Carbobenzyloxy-aminopropyl 
<220> 

<221> MIS C_ FEATURE 

<222> (5) . . (5) 

<22 3> Homo 

<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> Tfa 

<400> 143 

Xaa Asp Tyr Val Lys Gly 
1 5 



<210> 144 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT U RE 

<222> (1) . . (1) 

<223> Homo 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 
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<220> 

<221> MIS C_ FEATURE 

<222> (1)..{1) 

<223> Tfa 

<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> 3-aminopropyl 

<400> 144 

Lys Gly Asp Tyr Val 
1 5 



<210> 145 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> Homo 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Tfa 

<220> 

<221> MI SC_FE ATURE 

<222> (3) . . (3) 

<223> O-benzyl 

<220> 

<221> M I S C_ FE AT U RE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE AT U RE 

<222> (4) . . (4) 

<22 3> N-Carbobenzyloxy-3-aminopropyl 

<400> 145 

Lys Gly Asp Tyr Val 
1 5 



<210> 146 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Synthetic Construct 



<220> 

<221> MI SC_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> Xaa = ornithine 

<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> d-N-Benzylcarbamoyl 

<220> 

<221> MIS C_FE AT URE 

<222> (3) . . (3) 

<223> O-benzyl 

<220> 

<221> MIS C_FE AT URE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (4) . . (4) 

<223> N-Carbobenzyloxy-3-aminopropyl 

<400> 146 

Xaa Gly Asp Tyr Val 
1 5 



<210> 147 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 
<220> 

<221> MI S COFEATURE 

<222> (2) . . (2) 

<223> O-benzyl 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> D amino acid 

<220> 

<221> MIS C_FEATURE 

<222> (3) . . (3) 

<223> N-Carbobenzyloxy-aminopropyl 
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<220> 

<2 2 1 > MI SC_FEATURE 

<222> (5) . . (5) 

<223> Xaa = ornithine 

<220> 

<221> MI SC_FEATURE 

<222> (5) . . (5) 

<223> d-N-Benzylcarbamoyl 

<400> 147 

Xaa Asp Tyr Val Xaa Gly 
1 5 



<210> 148 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI S C_ FE AT U RE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (1) . . (1) 

<223> Xaa = ornithine 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (1) . . (1) 

<223> d-N-Benzylcarbamoyl 

<220> 

<221> MIS COFEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<2 2 1 > M I S COFEATURE 

<222> (5) . . (5) 

<223> 3-aminopropyl 

<400> 148 

Xaa Gly Asp Tyr Val 
1 5 



<210> 149 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (5) 

<223> cyclic amino acid 
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<220> 

< 2 2 1 > MIS C_FE ATURE 

<222> (1) . . (1) 

<223> Xaa = 2 , 3-diaminoropionic acid 
<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (1)..(1) 

<223> (b- (l-Tos-2-benzimidazolylacetyl) ) 

<220> 

<221> MIS C_FE ATURE 

<222> (3) . . (3) 

<223> O-benzyl 

<220> 

<221> MIS COFEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (4) . . (4) 

<223> N-Carbobenzyloxy- 3 -amine-propyl 

<400> 149 

Xaa Gly Asp Tyr Val 
1 5 



<210> 150 

<211> 6 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_ FEATURE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 
<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (2) 

<223> O-benzyl 

<220> 

<221> MIS C_FE ATURE 

<222> (3) . . (3) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (3) . . (3) 

<22 3> N-Carbobenzyloxy-aminopropyl 
<220> 

<221> MIS C_FE ATURE 

<222> (5) . . (5) 

<223> Xaa = 2 , 3-diaminopropionic acid 
<220> 

<221> MIS C_FE ATURE 

<222> (5) . . (5) 

<223> (b- (l-Tos-2-benzimidazolylacetyl) ) 
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<400> 150 

Xaa Asp Tyr Val Xaa Gly 
1 5 



<210> 151 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (1) 

<223> Xaa = 2 , 3-diaminopropionic acid 
<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> (b- (2-benzimidazolylacetyl) ) 
<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<223> 3-aminopropyl 

<400> 151 

Xaa Gly Asp Tyr Val 
1 5 



<210> 152 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (1) 

<223> Xaa = ornithine 

<220> 

<2 2 1 > MIS C_FE AT U RE 

<222> (1) . . (1) 

<223> (d-N-l-Tos-2-Imidazolinyl) 



Page 7 9 



BMS2288.ST25.txt 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> O-benzyl 

<220> 

< 2 2 1 > MI SC_FE ATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (5) . . (5) 

<223> Carbobenzyloxy 

<400> 152 

Xaa Gly Asp Phe Lys 
1 5 



<210> 153 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 
<221> 
<222> 



MI SC_FE ATURE 
(1) . . (1) 



<223> Xaa = t-butyloxycarbonyl 



<220> 
<221> 
<222> 
<223> 



MISC_FEATURE 
(2) . . (2) 
O-benzyl 



<220> 
<221> 
<222> 
<223> 



MISC_FEATURE 
(3) . . (3) 
D amino acid 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(4) . . (4) 
Carbobenzyloxy 



MI SC_FE ATURE 
(5) . . (5) 

Xaa = ornithine 



<220> 
<221> 
<222> 
<223> 



MIS C_FE ATURE 
(5) . . (5) 

(d-N-l-Tos-2-Imidazolinyl) 



<400> 153 



Xaa Asp Phe Lys Xaa Gly 
1 5 



<210> 154 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MIS C_FE ATURE 

<222> (1) . . (1) 

<223> Xaa = ornithine 

<220> 

<2 2 1> MI SC_FEATURE 

<222> (1) . . (1) 

<223> (d-N-2-Imidazolinyl) 

<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 154 

Xaa Gly Asp Phe Lys 
1 5 



<210> 155 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (1) 

<223> Xaa = ornithine 

<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> (d-N-Benzylcarbamoyl) 

<220> 

< 2 2 1 > MIS C_FE ATURE 

<222> (3) . . (3) 

<223> O-benzyl 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> D amino acid 

<220> 

<2 2 1 > MISC_FEATURE 

<222> (5) . . (5) 

<223> Carbobenzyloxy 
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<400> 155 

Xaa Gly Asp Phe Lys 
1 " 5 



<210> 156 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 
<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> O-benzyl 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (3) . . (3) 

<223> D amino acid 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Carbobenzyloxy 

<220> 

<221> MI SC_FEATURE 

<222> (5) . . (5) 

<223> Xaa = ornithine 

<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> (d-N-Benzylcarbamoyl) 

<400> 156 

Xaa Asp Phe Lys Xaa Gly 
1 5 



<210> 157 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (1) 

<223> Xaa = ornithine 
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<220> 

<221> MIS COFEATURE 

<222> (1) . . (1) 

<223> (d-N-Benzylcarbamoyl) 

<220> 

<221> MIS C_FE AT URE 

<222> (4) . . (4) 

<223> D amino acid 

<400> 157 

Xaa Gly Asp Phe Lys 
1 5 



<210> 158 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_ FEAT URE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Tfa 

<220> 

<221> MIS C_ FEAT URE 

<222> (2) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE AT U RE 

<222> (3) . . (3) 

<223> N-Carbobenzyloxy-3-aminopropyl 
<220> 

<2 2 1 > MI SC_ FEAT URE 

<222> (4) . . (4) 

<223> O-benzyl 

<400> 158 

Lys Val Tyr Asp Gly 
1 5 



<210> 159 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 
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<220> 

<221> MIS C_ FEATURE 

<222> (2) . . (2) 

<223> Tfa 

<220> 

<221> MIS C_FE ATURE 

<222> (3) . . (5) 

<223> D amino acid 

<220> 

< 2 2 1 > M I SC_FE ATURE 
<222> (4) . . (4) 

<223> N-Carbobenzyloxy-aminopropyl 
<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (5) . . (5) 
<223> O-benzyl 

<400> 159 

Xaa Lys Val Tyr Asp Gly 
1 5 



<210> 160 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (3) . . (3) 

<223> 3-aminopropyl 

<400> 160 

Lys Val Tyr Asp Gly 
1 5 



<210> 161 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> Xaa = ornithine 
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<220> 

<2 2 1 > MI SC_ FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (1) 

<223> (d-N-Benzylcarbamoyl) 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (4) 

<223> D amino acid 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (3) . . (3) 

<223> (N-Carbobenzyloxy-3-aminopropyl) 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> O-benzyl 

<400> 161 

Xaa Val Tyr Asp Gly 
1 5 



<210> 162 

<211> 6 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 
<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> (d-N-Benzylcarbamoyl) 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa = ornithine 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (3) . . (5) 

<223> D amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<22 3> (N-Carbobenzyloxy-aminopropyl 
<220> 

<221> MI SC__FEATURE 

<222> (5) . . (5) 

<223> O-benzyl 
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<400> 162 



Xaa Xaa Val Tyr Asp Gly 



<210> 163 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 
<221> 
<222> 
<223> 



MISC_FEATURE 
(1) . . (5) 

cyclic amino acid 



<220> 
<221> 
<222> 
<223> 



MISC_FEATURE 
(1) . • (1) 

Xaa = ornithine 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(1) - . (1) 

(d-N-Benzylcarbamoyl ) 



<220> 
<221> 
<222> 
<223> 



MIS C_FE ATURE 
(2) . . (4) 
D amino acid 



<220> 
<221> 
<222> 
<223> 



MISC_FEATURE 
(3) . . (3) 
3-aminopropyl 



<400> 163 

Xaa Val Tyr Asp Gly 
1 5 



<210> 164 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 
<221> 
<222> 
<223> 



MISC_FEATURE 
(1) • . (1) 

Xaa = ornithine 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(1) ■ . (1) 

(d-N-l-Tos-2-Imidazolinyl) 



MI SC_FEATURE 
(1) - - (5) 

cyclic amino acid 
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<220> 

<22 1 > MI SC_FEATURE 

<222> (2) . . (4) 

<223> D amino acid 

<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (3) . . (3) 

<223> (N-Carbobenzyloxy-3-aminopropyl ) 
<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<223> O-benzyl 

<400> 164 

Xaa Val Tyr Asp Gly 
1 5 



<210> 165 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<221> MIS C_FEATURE 

<222> (1) . . (1) 

<223> Xaa = t-butyloxycarbonyl 
<220> 

<221> MI SC_FE ATURE 

<222> (2) . . (2) 

<223> Xaa = ornithine 



<220> 

<221> MIS C_FE AT URE 

<222> (2) . . (2) 

<223> (d-N-l-Tos-2-Imidazolinyl) 

<220> 

<221> MI SC_FE ATURE 

<222> (3) . . (5) 

<223> D amino acid 



<220> 

<221> MIS C_FE ATURE 

<222> (4) . . (4) 

<223> (N-Carbobenzyloxy-aminopropyl ) 
<220> 

<221> MIS C_FE ATURE 

<222> (5) . . (5) 

<223> O-benzyl 



<400> 165 

Xaa Xaa Val Tyr Asp Gly 
1 5 



<210> 166 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Synthetic Construct 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (1) 

<223> Xaa = ornithine 

<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (1) 

<223> (d-N-2-Imidazolinyl) 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (2) . . (4) 

<223> D amino acid 

<220> 

<221> MIS C_FE AT URE 

<222> (3) . . (3) 

<223> (3-aminopropyl) 

<400> 166 

Xaa Val Tyr Asp Gly 

1 5 



<210> 167 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (1) . . (1) 

<223> (omega-amino--PEG34 00-alpha-carbonyl) 

<220> 

<221> MIS C_FE AT URE 

<222> (1) . . (5) 

<223> cyclic amino acid 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (4) . . (4) 
<223> D amino acid 

<400> 167 

Arg Gly Asp Phe Lys 

1 5 



<210> 168 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Synthetic Construct 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> (omega-amino-PEG34 00-alpha-carbonyl) 
<220> 

<221> MISC_FEATURE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (5) . . (5) 

<223> D amino acid 

<400> 168 

Glu Arg Gly Asp Phe Lys 



<210> 169 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (2) . . (6) 

<223> cyclic amino acid 

<220> 

<221> MIS C_FE ATU RE 

<222> (5) . . (5) 

<223> D amino acid 

<400> 169 

Glu Arg Gly Asp Phe Lys 

1 5 
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